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Table 2. Specifications of genotypes used
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Table 4. Descriptive statistics for grain yield and morphological traitsin wheat cultivars
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Table 5. Analysis of variance for grain yield and morphological traitsin wheat cultivars
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Figure 1. Dendrogram based on morphological data using WARD method

Ol ) (S8 a ey o WL GlaySOls s
P Sl e cd )b asls pl e edlaisl A e
09 5 o SWlas > ISS v glaell ololis
SRAP Jod jl ala,Slis (sl g WS (o oy laisS
e DB Hho (g d9dee geime G SULL oS
ol piito VB jho (g jlen sl (gl g 28l
odol ¥V Jodo ,0 Jaccard by 4 alis gl mlo
adllas 3)90 pB)] (y Ll pd (35505 5 oy o]
2S5 Jeols (gl (665 g /5 5 SO Ll cud @
1155 5L A gaazee ) 45 o> i SRAPL Silits aluwss
(Y JSS) canl ooy (S s Gyge 4 Sb O ol

J9Nse (sBo31s Julod g s s
& ol s SRAPL Silis by iS5 5l Jols zbs
390 30 g 5b Can Yerr B Yer o il 155 o540
i YO+ B A o sl uisS odga0m SRAP2 (S5l
AaS ad iSO g VO o BL Y gaemme ) Ll L
Cusdy daopd Y/ IS0 dis diopd g Lidgy S5 i b
23,8 adoi 1y b oy 5L VY L SRAP2 Silis el
SRAPL Silis ¢ly (PIC) IS s wleMbl glgizs
RL% AR Lv )g‘)g SRAP2 )§)qu ‘_gl)J 9 AN l; ):.l)g
sV @b 5l SRAPZ S5l aoxs )3 (Y Jgi)
slp Sy (S8 da Cledl dlye g )05


http://dx.doi.org/10.29252/jcb.10.28.38
https://jcb.sanru.ac.ir/article-1-754-fa.html

[ Downloaded from jcb.sanru.ac.ir on 2026-01-31 ]

[ DOI: 10.29252/jch.10.28.38 ]

A Ol 590 035 b 059 slaanly s b ladye (SuB) £ 5 Suigledige Clao o)y

55 313 (L5 35 SRAP2 S35 Lawgd (iS5 gl (eiomen
&S Canl o piSS Gaigiy 003k oy 0 Wb VY ggetme j

Y JS) caol 03gy JS5 i Wb Y ol e o) 5]

pAiS a3l yn 5 gl iS5 gl 5 o o3litul SRAP (cla SLis -V Jgas
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Figure 2. Banding pattern of the amplified using SRAP1 marker
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Figure 4. Dendrogram based on Jaccard coefficient using UPGMA method
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Abstract

Baking quality is one of the most important traits in wheat quality breeding. In the present
study, alldic diversity of the genes encoding glutenin with low molecular weight (LMW-GS
was evaluated in 15 good, average and poor cultivars in term of baking quality us n? SRA
markers. Further, morphological traits, including 100-seed weight, spike number per plot, seed
number per spike, plant height and spike length were investigated in order to identify possible
correlation with molecular markers. In this experiment, two SRAP markers were designed based
on repetitive region in LMW-GS. The ANOVA results of morphological traits revealed that al
cultivars were |fferenctzli?/ a 0.01level. Additionally, the correlation analysis between grain yield
and other morphological traits indicated a high correlation between yield and spike number per
plot. In morphological traits, the cultivars were %rouped in three cluster using WARD method
and CCC plot cutoff. The product size ranged from 200 to 3000 bp and 90 to 2500 bp for
SRAP1 and SRAP2 markers, respectively. In total, 19 bands were produced among the cultivars
and polymorphic percentage was 42.1. SRAP2 produced the highest number of bands (11).
Polymorphic information content (Pl Cjacwas 0.11 and 0.39 for SRAP1 and SRAP2 markers,
respectively. Cluster analysis based on Jaccard’s coefficient and UPGMA algorithm by NTSY S-
pc 2.2 software related that the cultivars were alocated in four clusters. The results showed that
SRAP marker could approximately group the cultivars according to baking trait and this
classification can be compared with morphological data.
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