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Figure 1. Electrophoresis results on 1% agarose gel for the extracted RNA. The first column is a molecular ruler
(ladder) of 50 bp containing bands of 50-1000 bp (Fermentase Company).
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Figure 2. Melting curves of studied transcription factors (HD-ZIP, MYB, SOS2 and Actin) in real time polymerase

chain reaction of sunflower plants under salt stress. In all curves, X axis represent temperature (C) and Y axis
represent the dF/dT ratio. dF/dT ratio is the derivative of the function ‘fluorescence vs. Temperature melting’ that

represents the rate of the fluorescence variation in the reaction.


http://dx.doi.org/10.52547/jcb.13.39.152
https://jcb.sanru.ac.ir/article-1-1257-en.html

g 5 g Jlay bl s cod aég, o10,50k81 9CSA3 3 AS5305 Y 45 059058590 Gluogias =V Joso
Table 1. Morphological characteristics of AS5305 and 9CSAS3 oily sunflower lines under normal and salt stress conditions
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Table 2. Oligonucleotide primers used in the real time RT-PCR
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Table 3. Analysis of variance for transcript variations of MYB, HD-ZIP and SOS2 genes in the studied oily
sunflower (Helianthus annuus L.E) lines at different times after applying salinity stress
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Figure 3. Expression profiling of SOS2 gene in AS5305 oily sunflower (Helianthus annuus L.) line (salt tolerant line)
at five levels of salinity (2, 5, 8, 11 and 14 ds/m) at 6, 12, 24 and 48 hours after applying salinity stress.
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Figure 4. Expression profiling of SOS2 gene in 9CSA3 oily sunflower éHeIianthus annuus L.) line (salt sensitive line)
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Abstract

Numerous environmental factors affect the growth and development of crop plants. Salinity
affects crop production through mineral imbalance (toxicity or deficiency of elements), osmotic
and oxidative stresses. In this study, using real-time PCR technology, changes expression levels
of SOS2, MYB-related and HD-ZIP genes were evaluated under different salinity stress
conditions (2, 5, 8, 11 and 14 dS/m) in two different oil seed sunflower lines (AS5305 and
9CSAZ3). Leaf sampling was performed at 8-leaf stage at four times; 6, 12, 24 and 48 hours after
salinity stress application. SOS2 involve in signal transduction and MYB-related and HD-ZIP
act as transcription factors under abiotic stresses. According to the results, the expression
pattern of all three genes is different in the studied lines in response to salinity stress.
Comparison of the two lines shows that the major increase in expression occurred in line
AS5305, and where an increase in expression in line 9CSA3 is seen, in comparison, the rate of
increase in corresponding times and salinity is higher in line AS5305 (tolerant line) than that in
line 9CSA3 (sensitive line). The results indicate the positive role of these genes in the
mechanism of sunflower resistance to salinity stress. On the other hand, in this study, by
confirming the resistance of AS5305 line to salinity stress at the molecular level, it is possible to
potentially use this line in the production of salinity-resistant hybrid cultivars in plant breeding
programs.

Keywords: Oil seed crops, Real-time PCR, Salinity tolerance, Transcriptomic changes,
Transcription factors
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