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Figure 3. Root and shoot dry matter changes in tolerant and sensitive genotypes under salt stress
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Table 3. homology of the TDF derived with known gene sequences in NCBI used Blastx and Blastn algorithms
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DGEOS1 264 sucrose transporter 94 88 2e-35 JZ917320
type | inositol polyphosphate 5-
DGEOS6 478 ; p#os;t)]lgatalse 4 N 86 99 8e-76 JZ917325
phosphoethanolamine N-
DGEOS8 511 methyltransferase 100 99 6e-117 JZ917327
DGEOS10 324 salt-stress inducible bZIP protein 93 9 6e-45 JZ917329
DGEOS11 280 E3 ubiquitin ligase 97 98 7e-41 JZ917330
heterogeneous nuclear

DGEOS13 92 ribonucl eoprotein 97 97 3e-09 Jz7917332
DGEOS14 160 o] mahi one Strmsferase 91 88 2e-20 JZ917333
DGEOSL5 o7 Putative mitochondrial RNA 9% 64 504 37917334
DGEOS18 618 arginine decarboxylase 100 32 7e-19 JZ917337
DGEOS20 84 hypothetical protein OsJ_10195 100 82 1e-05 J7917339
DGEOS22 111 salt-inducible protein kinase 97 97 5e-15 JZ917341

DGEOS24 198 40S ribosomal protein S6 95 98 4e-23 JZ917343
DGEOS26 333 14-3-3-like protein GF14-B 97 99 4e-68 JZ2917345

NADP-dependent malic enzyme,
DGEOS32 75 chioroplastic-like 92 9% 6e-05 JZ917351
DGEOS35 177 ubiquitin-specific protease 26 88 84 2e-19 JZ2917354
B fransport

® signal transduction
B metabolism

W transcription factor
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® transcriptional machinery

(Functional classification of TDFS) (¢ )55 (i 4 655wl s TDF (655,15 sabdued —F S5
Figure 4. Functional classification of responsive TDFsto salt stress
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Figure 7. serine-threonine gene expression level in tolerant and sensitive cultivar in different times after salt stress
apply in comparison to check. ** and ns significant in 1% probability level and non significant respectively
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Figure 8. RNA helicase gene expression level in tolerant and sensitive cultivar in different times after salt stress apply
in comparison to check. * and ns significant in 5% probability level and non significant respectively
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Abstract

Salt stress is one of the main abiotic stresses for rice that causes negative effects on its growth
and productivity. In present study, effects of salt stress on differential gene expression of some
genes which are responsible in salt stress were investigated in two rice tolerant and sensitive
genotypes (FL478 and IR29) by applying cDNA-AFLP technique. Among the TDFs (Transcript
Derived Fragments) were generated by 2 restriction enzymes and 18 primer combination that

displayed up-regulation expression in tolerant line with respect to the control treatment and
sensitive line in response to salt stress, 28 TDF were separated and 21 of them were cloned,
sequenced and submitted in gene bank and finally they were analyzed by BLAST agorithm. All
known TDFs in current study were belonged to different groups of genes related to metabolism,
sg;nal transduction, transcription factors, detoxification, transport system and other mechanism
related to salt stress which sufggests alot of process to be involved in sat stress responses. Some
genes were further selected for validation of cDNA-AFLP expression patterns using real-time
PCR. The results of real-time PCR confirmed the expression patterns that were detected using the
cDNA-AFLP technique. The results of this research show that cDNA-AFLP is a powerful
technique for mvestl%atl ng the expression pattern of rice genes under salt stress. Moreover our
finding will help either elucidation the molecular basis of salt stress effects on rice rice or
identification those genes that could increase the salt tolerance of rice plant.
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