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Table 3. RAPD markers used in this research
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Figure 1. Banding pattern of SCoT and RAPD markers in some of the studied Anthurium cultivars
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Figure 2. Dendrogram of 10 cultivars of Anthurium using SCoT markers based on NJ


http://dx.doi.org/10.29252/jcb.10.28.101
http://jcb.sanru.ac.ir/article-1-775-fa.html

[ Downloaded from jcb.sanru.ac.ir on 2025-07-18 ]

[ DOI: 10.29252/jch.10.28.101 |

10.

11.

WWAY liao IYA 0ylais /o2 Juo [ £1y5 HalS e Mol doliiagsy

B %) [

P / l'. - .

| \ Estenein

! Pietache

\k’\r. Presency o

Neighbor-Joining 54, 4 RAPD (ela ,S5Lis 5l edlitl b pay yoil ody Vo yiwdS o =V 0o
Figure 3. Dendrogram of 10 cultivars of Anthurium using RAPD markers based on NJ
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Abstract

Survey of genetic diversity is essential for breeding program. The dgenetic diversity of A.
andreanum, 10 cultivars were analyzed using seven Start Codon Targeted (SCoT) and 40 RAPD
markers in which 22 RAPD markers and all of SCoT marker produced polymorphic bands.
Matrix genetic distance ranged from 0.01 to 0.37 for RAPD and from 0.02 to 0.52 for SCoT
marker analysis. Polymorphism percentage generated by SCoT markers (100%) was similar to
RAPD markers. In order to determine genetic relationships, cluster analysis was performed
using Neighbor-joining with Splits tree software. Cluster analysis for RAPD and SCoT markers
revealed that cultivars were grouped in three clusters. Results from the present study revealed
the superiority of SCoT over RAPD markers due to their high resolution and high variability in
detection of genomic information. This is the first report of using SCoT marker for genetic
diversity analysis in anthorium. Overall, results showed that these markers Iprovide useful
information to protect A. andreanum germplasm resources and also useful for breeding
programs.
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