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Table 2. Specifications of genotypes used
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Table 4. Descriptive statistics for grain yield and morphological traitsin wheat cultivars
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Table 5. Analysis of variance for grain yield and morphological traitsin wheat cultivars

i Job Gy elas)l dliw jo wb olus aliuw e by Ver 5 5ySles RRPESY e lio
Ay - [oAs"™ AIyva™ oA/ oS vosN® Y Sl
FIv AN Vo SYSEINT -IveE™ vy ¥ o5

ofeeq VY JJARE YSNS RS Yor/A YA s

Sl el Sl iol8l b 1y 5 00 el 51 g0 (o)l gime
Stued (YA) o868T 0 b o LiolS aliw o &l
Job s 3 Slas il 3)Sae w1y ()b e g Cuto
2 i dlawd aliw Job adliw o ab sl (S
OsZxed 28 SIS Al lia g g die o el
w0 wlb ola g Al Ve e o (Sawed
& i bl Siued iz (gonlie g 1= —+/+0)
Gl Voo 5g caliaw )0 il olaws [isl38l b 1y duy o Hlas
aasls L Lﬁtj).s )‘ &S dlb).&)) 3‘}4 ‘):) “\’LL§° u.ulblf
B o § Dgu oo s Aild (£3L ) s o D9 o Jilie
2 (YY) ely pad 0 oS Sy slopsdd dlse I ails
251 poygd pAS (og slrodg I aigel Al (o)
Casd & Gy glas)] 5 aib 0Slee 4o ) i (Siuen
s Job b il 5 Slas o (Sad 4565 gud (Jg )9l
cupd Ol (pyiere 5 adabie &b lia 0jg g
Ol Byl 5l e e aily 3, Sles I3l (gl Mo
Coles 5o ged plidl (&S 50 dliw slaw) 5 Sles (4ljpl
4 (Sed culps (39 oub & C8F o Gy

Ll oo gaite g 3L plB)l 5l eolazwl s

TNg T o 1 (g e ¢)I3 xe pie S 4y FF oF NS

Sannod >
rlo g &b 0Slee (o Gpwym Shwed olps
ol £ Jgda 53 g 6 pSejlul Siigsdyee Dluoguas
orYl 20,8 o desMe &S 65 led Cawl ond 0ol
i 11053 3,Shae (s oty & Bl Sipad
g Cuto (Stumed iz odnlie g (I=+/SFA™) @8
IS g Al dlas 15 350 )Ll 1593 (gl sime
g g8l,8 D05 o0 Lo paS  wb 5 Slee lipl
o oy diw dliwr s waby 515 (W) o, Ken
Ol &ls j5 o)ly aily 3 Slas (g9 1y Cuto 1 o i
2 oplpls oyl a5 Ses 5 painne i1 Al dlaw
G5 e ) ey b ey lgie puS ol
LS (oo Mg (e (95 4oty L) alits slus a0l 1,8
W00,5 daled mdaw dsly 3 5 Slas (ili8l Cge yol (il g
Wl eolawl b puS om o8y YA (59, p slaslllas jo
Sy b 58y adgd loj o 45 MDAl oF G
(Sod A 5> axdiian S g olS )] ((Sfglgn 50
38es il Jlia ()9 b Jg 3,1 3929 )b gme 9 e
ol AL g2y (hio (Stuwad 4l 5Slas § (S5elon
Al o b slawy g dliw slae py (Siawod o s (F)
5 e Shawed i odalis g r=—/ AV

_ N L an e oS Bl Sjols e Cluogad (Stuen culps F Joio
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Figure 1. Dendrogram based on morphological data using WARD method
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Figure 2. Banding pattern of the amplified using SRAP1 marker
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Figure 4. Dendrogram based on Jaccard coefficient using UPGMA method
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Abstract

Baking quality is one of the most important traits in wheat quality breeding. In the present
study, alldic diversity of the genes encoding glutenin with low molecular weight (LMW-GS
was evaluated in 15 good, average and poor cultivars in term of baking quality us n? SRA
markers. Further, morphological traits, including 100-seed weight, spike number per plot, seed
number per spike, plant height and spike length were investigated in order to identify possible
correlation with molecular markers. In this experiment, two SRAP markers were designed based
on repetitive region in LMW-GS. The ANOVA results of morphological traits revealed that al
cultivars were |fferenctzli?/ a 0.01level. Additionally, the correlation analysis between grain yield
and other morphological traits indicated a high correlation between yield and spike number per
plot. In morphological traits, the cultivars were %rouped in three cluster using WARD method
and CCC plot cutoff. The product size ranged from 200 to 3000 bp and 90 to 2500 bp for
SRAP1 and SRAP2 markers, respectively. In total, 19 bands were produced among the cultivars
and polymorphic percentage was 42.1. SRAP2 produced the highest number of bands (11).
Polymorphic information content (Pl Cjacwas 0.11 and 0.39 for SRAP1 and SRAP2 markers,
respectively. Cluster analysis based on Jaccard’s coefficient and UPGMA algorithm by NTSY S-
pc 2.2 software related that the cultivars were alocated in four clusters. The results showed that
SRAP marker could approximately group the cultivars according to baking trait and this
classification can be compared with morphological data.
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