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Table 1. Code and name of 50 confectionery sunflower accessions used in the present study
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1- Linkage mapping or family mapping

2- Association or linkage disequilibrium mapping or population mapping
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Figurel. View of experiment conducted for studying the agro- morphological traitsin 50 confectionery sunflower
accessions
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Table2. Name and sequence of retrotransposon primers used in the present study
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Table 3. Correlation coefficient among studied traits in confectionery sunflower accessions
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Table 4. Direct effects of predictor variables on response variables and measurement of collinearity in confectionery

sunflower accessions
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Figure 2. Sequential path model indicating interrelationships between seed yield and agro-morphological
characteristics in studied confectionery sunflower accessions. Yield: seed dry WelcT]ht per capitulum or
head; CW: head dry weight; CD: stem diameter; 100SW: 100 seeds weight; LW: leaf width; LN: total
number of leaves; DHW-SSW: dehulled kernel weight to single seed weight (or whole kernel weight)
ratio.
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Figure 3. IRAP (U81-U82; the figure up) and REMAP (LTR1063-UBC826; the figure below) fingerprints of some
confectionery sunflower genotypes
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Figure 4. Population structure of 50 confectionery sunflower accessions analyzed by using Bayesian clustering

approach in structure software
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Table 5. Identified common markers between yield and agro-morphological traits in terms of size of the produced

band
s cw cD 100SW LW LN DHW-SSW
Yield CR-US2 (500bp) CR-US2 (2500p)
CR-UBCBL6 (550bp)
CR-UBCBL6 (1400bp)
CF (600bp)
CF-CR (950bp)
UBL-U82 (>2000bp)
CF (800bp)
cw CF (900bp)
cD
100SW
LW CF (700bp) U82-UBC827 (250bp)
LN 1064-UBC826 (1900bp)

DHW-SSW  U82-UBC827 (2100bp)
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Abstract

This study was carried out in order to examine the contrastive relationship between seed
yield and agro-morphological traits in confectionery sunflowers at molecular and phonotypical
level via association mapping and sequential path model. In this study, 50 confectionery
sunflower populations gathered from different regions of country were studied in completely
randomized design with ten replications under pot conditions in 2012-2013. Some traits
including flowering date, physiological maturity date, number of leaves, leaf length, petiole
length, leaf width, plant height, stem diameter, head diameter, head dry weight, aerid part dry
weight, harvest index, 100-seeds weight, single seed weight, dehulled kernel weight, dehulled
kernel weight to whole kernel weight ratio, seed length, seed width, and seed dry weight per
plant were measured and calculated. Path analysis revealed direct effects of head dry weight and
head diameter on seed yield. Based on Bayesian model, the whole confectionery sunflower
popul ations were classified into three sub-populations. In order to identify molecular markers
associated with gene controlling agro-morphological traits variation, association mapping was
carried out via mixed linear model (MLM). Some common makers were identified among yield
and agro-morphological traits; six common loci between seed yield and 100-seeds weight, one
common locus between head diameter and head dry weight, head dry weight and dehulled
kernel weight to whole kernel weight ratio, seed width and 100-seeds weight, leaf width and
head dry weight, leaf width and seed yield. Identification of common markers between yield and
agro-morphological traits confirm the correlations observed at the phenotypic level.

Keywords: Linkage disequilibrium, Mixed linear model, Multicollinearity, Multiple linear
regression, Retrotransposon markers, Sunflower
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