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Table 1. Studied oriental-type tobacco genotypes

Genotype name Code Genotype name Code Genotype name Code
SPT 403 G63 Pobeda 1 G31 Kharmanli 163 G01
SPT 405 G64 Pobeda 2 G32 Nevrokop G02
SPT 406 G65 Rustica G33 Trabozan G03
SPT 408 G66 Samsun 959 G35 Krumovgraid G04
SPT 409 G67 Samsun dere G36 Basma S. 31 G05
SPT 410 G68 OR-205 G38 Triumph G06
SPT 412 G69 OR-345 G39 Xanthi G07
Esfahani5 G70 OR-379 G40 Matianus G08
SPT 420 G71 C.H.T.209.12e G41 Immni 3000 G09
SPT 430 G72 C.H.T.209.12exF.K.40-1 G42 Melkin 261 G10
SPT 432 G73 C.H.T.266-6 G43 Tyk-Kula G11
SPT 433 G74 C.H.T.283-8 G44 Ss-289-2 G12
SPT 434 G75 C.H.T.273-38 G45 Ohdaruma G13
SPT 436 G76 Basma 12-2 G46 Ploudive 58 G14
SPT 439 G77 Basma 16-10 G47 Line 20 G15
SPT 441 G78 Basma 104-1 G48 T-B-22 G16
Esfahani2 G79 Basma 181-8 G49 Ts8 G17
SPT 413 G80 Zichna G50 Alborz23 G18
Esfahani G81 I1zmir G51 F.K.40-1 G19
Jahrom14 G82 P.D.324 G52 Pz17 G20
Borazjan G83 P.D.325 G53 K.P.Ha G21
L 16 G84 P.D.406 G54 K.B G22
Balouch G85 P.D.328 G55 G.D.165 G23
Lengeh G86 P.D.329 G56 H.T.1 G24
Saderati G87 P.D.336 G57 Kramograd N.H.H. 659 G25
Eraghi G88 P.D.345 G58 T.K.23 G26
Shahroudi G89 P.D.364 G59 Samsun katerini G27
T.K.L G90 P.D.365 G60 Izmir 7 G28
L17 G91 P.D.371 G61 Mutant 3 G29
C.H.T.269-12¢ G92 P.D.381 G62 Mutant 4 G30
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Table 2. Characteristics of microsatellite markers used for DNA fingerprinting of oriental-type tobacco genotypes
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Figure 1. Results of analyzed population structure of oriental -type tobacco by the Structure program and un-weighted
pair-group method using arithmetic average (UPGMA) dendrogram of genotypesin TASSEL software.
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Figure 2. LD plot generated by SSR marker pairs. The upper diagonal shows D’ among each pair of markers. The
lower diagonal shows the levels of significance between each pair of markers.
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Abgtract

Tobacco (Nicotiana tabacum L.) is one of valuable agricultural and industrial crops.
Studying most important traits of tobacco is difficult because of quantitative nature that are
controlled by multiple genes and affected by environmental factors. Among various methods for
the study of quantitative traits, association mapping which utilize phenotypic and DNA markers
information is one of the effective methods for this purpose. In this study, the phenotypic
variability of 100 oriental type of tobacco _?enotypes were evaluated using 10 x 10 simple lattice
design with two replications at Urmia Tobacco Research Center. Several agronomic traits
including plant height (PH), stem diameter (SD), number of days to 50% flowering (D50F),
number of leaves (NL), leaf length (LL), leaf width (LW), fresh leaf yield per plot (FLYP), and
dry leef yield per plot gLYP) were measured. Also, fingerprinting of 90 out of 100 genotypes
was done by using 26 SSR primer pairs. Analysis of population structure of studied germplasm
using Structure software classified the association panel into 3 sub-populations. Linkage
disequilibrium and analysis of association between markers and traits were performed using
TASSEL 2.1 software. The results related to linkage disequilibrium revealed that r* values
ranged from 0.00001 to 0.267 with mean r* value of 0.027 and also, value of D” ranged from
0.0065 to 1 with mean D" value of 0.242. Using association mapping based on GLM and MLM
models, 16 and 10 loci were identified which possessed significant relationship with factors
controlling a%rqnomical traits. In this study, marker PT30159 was common for number of
leaves, plant height and days to 50% flowering traits, marker PT30046 was common for |eaf
length and stem diameter and marker PT30292 was common for stem diameter and days to 50%
flowering traits. Common markers are important and effective in plant breeding activities.

Keywords: ,_?_\sks;ociation anadysis, Agronomic traits, Linkage disequilibrium, SSR marker,
obacco
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