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Table 1. The primer sequences of housekeeping genes used in this study (According to the reference 15)
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Table 3- Standard deviation and Coefficient of variation

of housekeeping genes in root and shoot of Aeluropus
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Figure 1. Average values (M) of expression stability and ranking of housekeeping genes analyzed by geNorm (above
and below figureis related to root and leaf respectively).
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Figure 2. Determination of the optimal number housekeeping genes for normalization in Aeluropus, Using the cut-off
value V = 0.15 (above and below figureis related to root and leaf respectively).
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Abstract

Application of wild type crops or wild relatives’ cultivars that are halophyte in plant breeding
program would provide better resultsin order to develop cultivars that are resistant toward drought
aswell as sdinity. Recent(ljy, Aduropus littoralis has attracted the attention of researcher in order
to identify novel genes and their regulatory € ements that are involved in salinity stress. Currently,
Quantitative polymerase chain reaction (Q-PCR) is one of the best and sensitive techniques in
order to determine the expression profiling of genes in plants. In this method, normalizations of
the obtained data with appropriate housekeeping genes are certainly crucid. In the current
research, the efficiency of seven reference genes to be employed in the normdization of the data
was investigated. Statigtical analysis of the data was done via geNorm program and it was
demonstrated that the ACT11, Beta Actin and Beta tubulin and Beta tubulin and Beta Actin were
condgtitutively expressed in leaf as well as roots, respectively. Based on the gained results through
Best Keeper, the ACT11 poses the highest correations with the BestKeeper (0.836 and 0.722 in
leaf and root respectively). Additionaly, it was shown that the Beta tubulin has the lowest
coefficient variation in term of expresson in root and leaf. Taken together, it was evidently
demonstrated that the ACT11, Beta Actin and Beta tubulin are the best reference gene to be

employed for the normalization of expression datain the Aeluropuslittoralis.
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