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Table 1. Rice genotypes studied along with their pedigree

S o3 Jlos 9 (58L (e3b odljcns (JlB ¢ (SBgge oo
Vo) bl /Y ojleds /o0, Jlo / 2ly; LS 2ol asliingsy

4 s slagpY &S00S ol wlidesy, Che VY
9 boged Bad anail 0g)S 05 W 5 ol 095 &y
a9k oSodlel (sba)of (igid (wyp 2 () oSen
IR67924R 53 j| o> gy po> o iy WY o
&b s yo)b gy Av slaws a8 wihy o Als o
S 55 590k caigis W olaw g doya Ve (YL 03)5 &l
51 eolazwl b Olﬂ Ldg dopd A YL ades (695l
beis; RMA90 s RMI71 ysman SSR ola,Silis
b g0 SSE auiie 05,0055 I 1) (559, 00,5y
a9l o> )5 g (conie o)l slanY ololis
) 45 13,5 (IS gop 0kl gl 5 (oog pB)) (S
5 IRS0 pB)) 5 glie 05 Shls (29,08 Jparoy
Obl’@ 9 Ajld”)lg 051,85 e %)) sl IR67924R
5 sos B (V) op o iy @p S Gl ol
@ boges (S5} Cumdg 4 dagi b )pdS oddpol
Wdlge gadl oahSn by (cerds 08I Ojge
S5 sloiilise b smmbse Sl ks (7 0)
P g 0 (2l (BB Nl e L axdl yomen
st b (TA) a5 i () 23, idls
ool sl cpY Sl ool o (695l oaih Sy sla s
9 5 5 Slao Bb I (wdd Jud) @p a8l ik
oY Oy |y Y Vool RM228 3 RML Sl
slopY Cuonl & angr bl i)l55 0sall odisly )3y

o 02 ol o 4 aslllas 250 252 (Slaesss ) Jgho

g o 595 Pl GEP) S g end 595 pb 55 S
by cilige P14-1 N Caon lige P10-88-37 )
Oigh cilige P15-6 \Y oloumod Cilige P8-7-2-1-7-3-1-1 Al
Oigh cilige P15-2 Y oloumod Cilige P8-7-2-1-4-2-1-1 ¥
B nb xS opY IR 68078-15-2-1-2-2-R i oluwed Cilige P8-3-2-1-1-1-1 ¥
B nb xS opY IR 65622-151-1-2-2-2-R V0 b cilige P9-7-6-3-1-3-1 o
B nb xS Y IR 86403-5-5-2-1-1-1-1-1R VP b clige P9-8-1-1-1 5
B 9k 0 S opY NSIC RC 434 % b cilige P9-7-1-1-1-1 Y
p)lb Sl labyd ol BETYES YA 39k Cilige P11-6-2-1-1-1-1 A
¥ ol p o S o) oy s a ¥ Jol cilige P12-5-3-3-2-2-1 q
¥ ol cilige P12-5-3-3-2-1-1 V.

g (adgd Job 4 &l I8 slawy cows) ails (ST 4 &l
(SES, 2013) ai objyl (69 V8 ) Sels 5,Slee
sz il b ooy 5Sike Sluglie 5 iyl s
A gladed 430 g dopd O Jleis] maw b oSSl (glaisl
5 ooliiwl b cwdlBl alold bawgio o ps L Ward s,
Zlyiol b dslxe V& ks SPSS (g)lel l3ale
oS Sy slbdises | s oS L CTAP o, L DNA
pll dgr o atilyy laaie 5l adasy @Sl lej
RF3 ol 4 99 b diwmen SSR Sl aw 1 .08
RF4 5 s RM 3148 4 RM490 (cla,Silis ol
oy wlels oy RMITL Sl L diaes

(Y Jgiz) 4 odlitol g 53 59,k 02313,5

2 adlae 3y00 odlly Glacssl Bb)d Clles

5 SeB) edSiinghy Slidod dasyie WA (35,8
@ obyS 5 (L 5 Gyl (650l (gl
» e slcds) b pbol Ly S Ojse
ob B ppesle YO YO Gy AL pbos
A5 5 505 S S5 aw b Lol JalS clacSl
g Sl g 5m gladle boojle Jud jl (oly; Slles
Okl 2 85 g dilais Bye b (il dags)len
Voo g0y 00 b gy ol Jols (oS Gl by Juad
acy el Wgy gl o Sauwy U jgy sl ( adlS do )
Jobo Cons «Sgld oy (Sl Job b Jsbo )l

i oig dded 33 Sgr g p b ol (Sl oy


http://dx.doi.org/10.52547/jcb.14.42.86
http://jcb.sanru.ac.ir/article-1-1269-en.html

[ Downloaded from jcb.sanru.ac.ir on 2026-06-25 |

[ DOI: 10.52547/jch.14.42.86 |

B o3l Hlas 5 (6,8L (Lol wodljces (xil )3 ¢ SB sage sdmes
M by y Olas jl ool b goy bl yins bipY (S Cunle (awyp

‘:j SleMb! ol yois 4 dalllas ] » o.)‘.é.’;'wl 590 6)921* o.\:.:l?,_fﬁ ol gl ys b S L;?ﬁy.du)isw Cond -y Jj..\?
Table 2. List of molecular markers link with the main fertility restorer genes used in this study along with its

information
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Table 3. Analysis of variance of morphological traits of the studied genotypes
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Table 4. Comparison of the average morphological traits of the studied genotypes
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Figure 1. Dandrogram derived from Ward cluster analysis with Euclidean distance for parental rice genotypes based
on the evaluated traits (Cophenetic correlation: 0.91)
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Table 6. Eigenvalue and ralative and cumulative variance of two main components based on the measured traits
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Table 7. Decomposition coefficients to the main components of the studied traits
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Figure 2. The genotype x trait biplot representation based on the first to three components, based on morphological
traits
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Table 7. Schematic representation of microsatellite DNA specifications for their parents.
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Extended Abstract

Introduction and Objective: Yield of hybrid cultivars is 20 to 30% higher than conventional
cultivars. On the other hand, the most important challenge for hybrid breeders, especially in
Iran, is the selection of parental genotypes that have fertility restorer genes and ultimately lead
to heterosis.

Material and Methods: The present study was performed by evaluating the morphological
traits of 19 rice genotypes and the linked of three SSR molecular primers related to Rf3 and Rf4
genes. These genotypes were planted in 2019 in the research farm of Genetics and Agricultural
Biotechnology Institute of Tabarestan in a randomized complete block design with three
replications. Quantitative and agronomic traits, especially paddy yield, were evaluated. DNA
extraction was performed by CTAP method with modification from leaf samples. Three SSR
markers linked with two major RF3 genes including RM490 and RM 3148 markers and RF4
gene linked with RM171 marker were used to identify fertility restorer genes in rice.

Results: The results of comparing the mean of rice genotypes showed that P15-6 genotype with
118.33 was the earliest and all foreign genotypes with a maturity of 150 days were the latest.
The highest yield of genotypes (above 700 g / m2) is related to Neda genotypes, IR 86403-5-5-
2-1-1-1-1-1-1R, P15-6, P12-5-3-3-2- 2-1, P12-5-3-3-2-1-1 and P8-7-2-1-4-2-1-1, which due to
the number of fertile tiller, the number of fertile panicle, 1000-seed weight and panicle fertility
has been high. In the results of cluster analysis, parental cultivars were divided into three
groups: in the first group (medium vyield, long cluster length, high number of full seeds, and
long grain length) the Jelodar cultivar, in the second group (maximum cluster fertility, 1000-
seed weight and high paddy yield) Neda cultivar along with four other lines and all foreign
cultivars are in the third group (late, short grain length and high grain density). Principal
component analysis divided the studied traits into four main components with eigenvalues

above one, which in total explained 82.61% of the data changes, which these four components
are more valuable and express the relationship between the traits. In total, the band pattern of
three markers showed that IR 68078-15-2-1-2-2-R, IR65622-151-1-2-2-2-R and NSIC RC434
genotypes had fertility restorer genes.

Conclusion: Summary of all 3 SSR markers showed that genotypes P9-7-1-1-1, P11-6-2-1-1-1,
P14-1 and P15-2 with two markers RM3148, RM490, have Rf3 gene and haven’t Rf4 genes and
the reason that some genotypes have been identified as Rf gene with RM3148 marker but not
detected with RM490 marker may be due to crossover between the desired gene and marker, so
genotypes with fertility restorer gene are fertility restorer lines and can be used in hybrid rice
program.
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