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Table 1. Designed primers for the target promoter
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AME4SB816.2 CACACACCCCWCMI\TCTATAAATTAAAGAGCCCTC
AF242551°1 BTA------------------- AATC,
1

AF2450815.

cons

GC
-=--GGACTCCAATCTAAGCTTITCGC

................. ACCCACTCCAATCTAAGCATTCGC
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CTCTCAA,
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RREN RRR RREN RREe BRN Rl

RREN RRR

AAGGAATTAAGAAAGATAACAATCATGAGCTCACCCACCCTTCTCCATCTCCTCCTCCTCTCCTCCCTC
AAGGAATTAAGAAAGATAACAATCATGAGC TCACCCACCCTTCTCCATCTCCTCCTCCTCTCCTCCCTC
AAGGAATTAAGAAACATAACAATCATGAGTTCATCCACCCTTCTCCATCTCCTCCTCCTCTCCTCCCTC
AACGAATTAAGAAAGATAAC #ATCATGAGTTCATCCJ\C CCTTC TCC ATCTC C'I'C CTCCTCTCCTCC C TC
AAAGAATTAAGAAAGACAAC

AAGGAATTAAGAAAGATAAC MTCATGAGC TCACCCAC CCTTCTCC ATCTCTTE CTCCTCTCCTCC C TC
AAGGAATTAAGAAAGATAACAATCATGAGCTCACCCACCCTTCTCCATCTCCTCCTCCTCTCCTCCCTC
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GAAGGAAGTCCTAATGGCCCTGAAAACTGGGGAAGTCTTAAACCGGAGTGGAAGACTTGTGGCAATGGC
GAAGGAAGTCCTAATGGCCCTGAAAACTGGGGAAGTCTTAAACCGGAGTGGAAGACTTGTGGCAATGGC
GAAGGAAATCCTAATGGTCCTGAAAACTGGGGAAATCTTAAACCGGAGTGGGAGACTTGTGGCAAAGGC
GAAGGAAGTCCTAATGGTCCTGAAAACTGGGGAAATCTTAAAAAGGAGTGGGAGACTTGTGGCAAAGGC
GAAGGAAGTCCTAATGGTCCTGAAAACTGGGGAAATCTTAATCCGGAGTGGAAGACTTGTGGCAATGGC
GAAGGAAGTCCTAATGGCCCTGAAAACTGGGGAAGTCTTAAACCGGAGTGGAAGACTTGTGGCAATGGC
GAAGGAAGTCCTAATGGCCCTGAAAACTGGGGAAGTCTTAAACCGGAGTGGAAGACTTGTGGCAATGGC

R R K R R KRR A S KRR R

ATGGAGCAGTCACCCATTCAGTTGCGTGATAACAGAGTGATCTTCGATCAAACTTTGGGAAAGTTGAGA

ATGGAGCAGTCACCCATTCAGTTGCGTGATAACGGAGTGATCTTCGATCAAACTTTGGGAAAGTTGAGA
ATGGAGCAGTCACCCATTCAGTTGCGTGATAACAGAGTGATCCTCGATCAAACTTTGGGAAAGTTGAGA

MAARR R RRRRERAKK K KA RORAR K MR R W kR P

T
AGAAATTACAGAGCCACTGATGCAAGATTAAGAAACAGTGGACATGATGTATTGGTGGAATTTAAGAAT

T = ww MR K M R REER ERERMEMERK KK REAME K AR X =
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Figure 1. Alignment of blast sequences using T-Coffee software
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Table 6. Identification of patatin cis elements using PlantCARE software
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Table 7. Identification of the important functions of patatin cis elements using PLACE software
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Abstract

In this study, in order to find the suitable tuber promoter, an experiment was conducted in
Shahid Beheshti University in 2018. For this purpose, promoter sequences of different tuberous
plants were searched at NCBI. Sequences were multiple-aligned and the target primers designed
from conserved regions. PCR analysis confirmed the presence of the desired promoter in plants
of sweet potato and taro. In order to further confirmation, bioinformatic analysis including
identification of cis elements, transcription factors, their function, transcription factors with high
and low expression were performed. Finally, the identified promoter was compared with patatin
class 1 promoter in terms of cis elements and function. Results of bioinformatic analysis
indicated that the promoter has specific and general cis elements. General cis elements that are
present in most promoters and are involved in activation and regulation of promoters, cellular
processes, developmental processes and tolerance to biological and non-biological stresses.
Special cis elements of tuber are active in expression of storage protein and starch. Comparison
between studied promoter and specific tuber promoter of patatin confirms activity of the studied
promoter in the tuber. A tuber promoter can be used to express various proteins in tuber plants
in the future.
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